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Serratia marcescens

PAP Porphyromonas gingivalis

PTP Escherichia coli N

N APN

SDR D-3- HBDH

SDR-X

- - MGL

 

 

 

S. marcescens PAP DNA

HincII-EcoRI pUC18

pSPAP-HE DH1 lacUV5

pBR322

pSPAP1 6 kb 120 1

Toyopearl HW65C

DEAT-Toyopearl

2-4  

N 3

PTP P. gingivalis

N
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N 38

PCR pQE30 Qiagen pQE-ptp39

N

T5

lac lac 

pREP4 M15

PTP 39

 

 

PTP  

 

PTP 39

N 18 5, 

6 N

N C His x 6

 

APN 99 kDa pBluescript

pAN14 S. marcescens PAP

7, 8

P. gingivalis PTP N
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SDR HBDH

pKK223-3 Pharmacia tac

pBR322

SD EcoRI

7, 8  

 

HBDH His-tag HBDH  

 

SDS-PAGE

HBDH pQE30

His x 6 pKK223-3

 

SDR

NAD+-
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Hi Trap Blue HP 

300  

P. gingivalis MGL

pGEX Pharmacia S-

GST

GST

pQE30

 

 

MGL GST GSH-Sepharose 4B

GSH GST-MGL Precision protease

GST-Sepharose 4B GST His-tag MGL

Ni2+-  

 

 

 

 

 

M 1 2 3 4 5 6 7 8 9 
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pET system T7 RNA polymerase

SDS-PAGE

 

 

(A) PAP, (B) PTP, and (C) APN 
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1990

Se

Multiwavelength Anomalous Diffraction (MAD)

 

 

S-SAD  

CrK 2.29Å Å

 

 

 

 

 

 

CuK 1.54�

MAD  
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Native  

Native

180 360°

 

 

 

HKL2000 CrystalClear 

 

 

H K L I sigma I 

0 0 12 125.9 23 

0 0 16 14501.4 520.2 

0 0 24 61652.3 2552.8 

0 0 28 334.2 37.8 

0 0 36 87094.5 3181.7 

 

H,K,L sigma  
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P 43 21 2 (96) 

Primitive Tetragonal, a=b=79.8Å c=37.8Å = = =90°

 4/mmm 

P 41 21 2 (92) P 43 21 2 (96) 2.0Å

 

 

   

  
   

Z 

75 P 4  

76 P 41 (0, 0, 4n)* 

77 P 42 (0, 0, 2n) 
4/m 

78 P 43 (0, 0, 4n)* 

4 

89 P 4 2 2  

90 P 4 21 2 (0, 2n, 0) 

91 P 41 2 2 (0, 0, 4n)* 

95 P 43 2 2 (0, 0, 4n)* 

93 P 42 2 2 (0, 0, 2n) 

94 P 42 21 2 
(0, 0, 2n), 

(0, 2n, 0) 

92 P 41 21 2 
(0, 0, 4n), 

(0, 2n, 0)** 

 

 

 

 

 

Primitive 

Tetragonal 

4/mmm 

96 P 43 21 2 
(0, 0, 4n), 

(0, 2n, 0)** 

8 

*  ** scaling/merging  

 

 

native  

 

H K L I(+) sigma I(+) I(-) simga I(-) 

3 -1 1 6415 138.5 8697.9 215.2 

3 -1 2 7752 113.9 10197.2 145.9 

3 -1 3 5161.3 78.8 7453.2 110.2 
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UNIX

OS 10 LINUX Windows

 

 

  OS 

 
CCP4i Linux, Windows, MacOS 

 HKL2000 Linux, MacOS 

 MOSFLM Linux, MacOS 

 CrystaClear Windows  

 
CCP4i  

(AMORE) 
Linux, Windows, MacOS 

 CNS Linux, Windows 

 EPMR Linux, Windows, MacOS 

 
CCP4i  

(MLPHARE, DM) 
Linux, Windows, MacOS 

 SHARP UNIX 

 CNS Linux, Windows 

 
CCP4i  

(REFMAC) 
Linux, Windows, MacOS 

 CNS Linux, Windows 

 O Linux, Windows, MacOS 

 XtalView Linux, Windows, MacOS 

 MiFit Linux, Windows, MacOS 

 TurboFrodo Linux, Windows, MacOS 

 ARP/wARP Linux 

 solve/resolve Linux 

 Lafire Linux 

 

Linux OS  
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Matthews 116 Solvent Content

43 27 65

Matthews  

Matthews Vm=Cell Volume/

Vsolv=1-1.23/V  

 

 

Native

EPMR  

 

MAD

(I)

  

 

 MAD  
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F FOM PHI  

 

H K L F FOM PHI 

4 1 1 277.88 0.96 34.61 

5 1 1 263.67 0.79 231.45 

6 1 1 630.59 0.93 23.11 

7 1 1 710.54 0.95 114.21 

 

 

F PHI Fo  

 

Fo          2Fo-Fc  

 

 

solve/resolve 
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- -

pH

27-65% ( ) 1968

Matthews (VM) 1.68-3.5Å3/Da

2.15Å3/Da 2003 Kantardjieff

Rupp 2.34Å3/Da

47%  

 

 

 

N 

(a) N  (b) N  (c)

N N

 

(a) (b) (c) 
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a)  

 

 

 

b)  

10 μl 96

 

a)

2

 

 

c)  

O-ring  

5-350 μl

O-ring

 

 

 



2007 3 16  

 24 

d)  

 

1:1

 

 

(1)  

18mm 22mm 24 ; VDX

 

(500-1000μl

)

Hampton Research

Aqua Sil

(1-10μl

)

 

VDX   
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(2)  

VDX Micro bridge; 96 ClystalClear 

Strips  

24 VDX

96 ClystalClear Strips

100μl 1-2μl

 

 

    

CrystalCrear Strips  

 

 

Micro Bridge    
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a) 

(1) (2) pH

(3) (4) (5) ( )

(6)

pH

 

(PEG) 2- -2,4- (MPD)

Jancarik J. Kim S.-H. 1991 Sparse matrix sampling

(Hampton Research , Crystal Screen etc; Jena 

Bioscience , JBScreen, Wizard Screen etc; Molecular Dimensions , Structure Screen etc; 

QIAGEN , Screening Suits )  

10-20 mg/ml 20°C 5°C
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b)  

X

X

X

X

X

SPring-8 BL41XU

PF BL17A

0.01-0.05 mm

0.1-0.2 mm

 

pH

 

 

 


