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Construction of organic solvent tolerant bacteria

DNA microarray analysis [> Selection of genes related to
organic solvent tolerance
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[DNA microarray analysis]
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FuzzyART: Clustering of time course of DNA expression patterns
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[Selection of genes from DNA microarray data)
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Cluster 4 (33 genes)
atoD, cipd, clpB, dmsd, dmsE, gat¥,gatZ, gipA, 4 Cluster 6 (11 genes)

gipT, hypA, hypB, hypC, manX, manY, pisA, purB, purC, purD), purE, purfF, purl,
napA, nirB, nriA, panD, pepQ, rbsB, shiA, udp, purN, ydci, yecJ, yojH

upo3, vhoR, ydad, yefd, vgaP, yibO, yidk, yahd | | | purF:pur speron repressor Shimizu et 3. 2005)
(ManXYZ: phosphotransferase system Okochi et al, 2007) \
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Prefoldin: Cofactor of group Il chaperonin

Overexpression of prefoldin from
Pyrococcus horikoshii OT3 in E. coli BL21.

Octane:hexane=1:1

Contral PRPFD
(PET23b) {wte wif) Control (pET23h)

Observation of E. coli cells
overexpressing PhPFD in

two-phase culture with PHPFD (wie wif)
overlaid octane and hexane

(1:1 micture).
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