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Comparison of gene expression patterns between 0.75 M NaCl and 1 M sorbitol additions in laboratory and
brewing strains of yeast using clustering analysis.

Each graph indicates the gene expression patterns of genes in its cluster. The first and second curves in each
graph represent the gene expression patterns of the laboratory and brewing strains, respectively, under 0.75 M
NaCl addition condition, and the third and forth curves represent those of the laboratory and brewing strains
under 1 M sorbitol addition condition. The horizontal axis indicates the time points of the data, and vertical
axis indicates the log (base 2) expression ratio. The three horizontal lines represent twofold expression level
changes (log22=1 and log21/2=-1) and no change (log21=0). The upper and lower numbers on the right side of
each graph represent the cluster number and the number of the genes included in the corresponding cluster,
respectively.
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